Simulation of a EM image:

model with 126 kbp loops and 63 kbp linker
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resolution 1 pixel =4 nm, 512 * 512 pixel,

500 nm slice




Simulation of a EM image:

MLS - model with 126 kbp loops and 63 kbp linker
resolution 1 pixel =4 nm, 512 * 512 pixel,
75 nm slice
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