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ECG Basic Grid Structure Erasmus MC

University lVIedlcaI Center Rotterdam
The ECG consists of the computer pools the Erasmus MC and the Hogeschool Rotterdam. The Z f
client computers are controlled by the general ECG Emperor of the grid at EMC and a local ~ M

master at HR. “Condor” is used as middleware since it is very well established and open-source.
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Installation and Security Erasmus MC

For installation, Condor is installed administratively via a secure login from the ECG management Universiggffiedical Center Rotterdam
site using the corresponding installers.

Installation

2 Minutes per computer using
the ECG management system
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(@ Condor Management

Refresh

Bl Power! | Overview | Queue | Statistics [ Register | Logout

Hostname:
Location:
Select machine typs

Register new host
Download client software for NT, XP

Download repair bat
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Dowvrload the client software first. The file you downloa lled ecg_v.0.1.4.exe. Double-click this file, which will start the installation. The installer asks if you want to update your Condor
installation; click "Yes". The next screen contains an overview of the current seftings; click "Next". The installer wil install the needed file for Condor. In the "Setup Finished" screen, click on
“Finish" to close the installer. After a few seconds the "ECG Setup" window will also close automatically.

Sometimes during the install, especially on Windows 2000-computers, the setup wil give a "Severe error". This error is not s servers e the dislog pretends it to be, just click "OK". After the
installation has finished, download repair bat en execute that file. After that, you need to go te nt i dministrative Tools fSy«leembe e rvices". In that
sereen, you double-click on the Condor-service and switch the "Startup type” from "Manual” to *Automatic”. You click on s ~Stert-bufton and close il wdows. Condor is naw properly
installed.

:

START : Owner ur user ne" II Owner == "condor"
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ECG - Management

To maintain the ECG a data base with installed and registered hosts was created. It allows to track
the status of the local clients and gives global statistical data about performance. A job-submission
and accounting system is currently implemented.
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Opportunities Erasmus MC

UniversitygMedical Center Rotterdam

The Erasmus Computing Grid:

The Erasmus Computing Grid greatly advances the computing capabilities of the Erasmus Mc, e.g. for:

K/

s genomic and proteomic analysis
)/

< epidemiology

+ clinical image analysis, e.g. Applied Molecular Imaging (AMI)

The Erasmus Computing Grid has also great potential for commercialization!
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The GLOBE-Consortium: The Erasmus Computing Grid

Building a Super-Computer at Erasmus MC for FREE

Knoch, T. A.

Bridge Meeting, Erasmus Medical Center, Erasmus University of Rotterdam, Rotterdam, The
Netherlands, September, 2005.

Abstract

To meet the enormous computational needs of live-science research as well as clinical diagnostics and treatment
the Hogeschool Rotterdam and the Erasmus Medical Center are currently setting up one of the largest desktop
computing grids in the world — The Erasmus Computing Grid. Currently 3 Tera flops are operational and in early
production, installation up to the today available maximum capacity of 20 Tera flops in both institutions is
planned and partly underway. Thus the Erasmus Computing Grid transforms the existing and sustained huge
computer capacity available into usable form via a reliable and secure installing and management system, so that
the academic and industrial opportunities depending on such huge computing capacities can be realized for the
benefit of society.

Corresponding author email contact. TA.Knoch@taknoch.org

Keywords:

Genome, genomics, genome organization, genome architecture, structural sequencing, architectural sequencing,
systems genomics, coevolution, holistic genetics, genome mechanics, genome function, genetics, gene
regulation, replication, transcription, repair, homologous recombination, simultaneous co-transfection, cell
division, mitosis, metaphase, interphase, cell nucleus, nuclear structure, nuclear organization, chromatin density
distribution, nuclear morphology, chromosome territories, subchromosomal domains, chromatin loop
aggregates, chromatin rosettes, chromatin loops, chromatin fibre, chromatin density, persistence length, spatial
distance measurement, histones, H1.0, H2A, H2B, H3, H4, mH2A1.2, DNA sequence, complete sequenced
genomes, molecular transport, obstructed diffusion, anomalous diffusion, percolation, long-range correlations,
fractal analysis, scaling analysis, exact yard-stick dimension, box-counting dimension, lacunarity dimension,
local nuclear dimension, nuclear diffuseness, parallel super computing, grid computing, volunteer computing,
Brownian Dynamics, Monte Carlo, fluorescence in situ hybridization, confocal laser scanning microscopy,
fluorescence correlation spectroscopy, super resolution microscopy, spatial precision distance microscopy, auto-
fluorescent proteins, CFP, GFP, YFP, DsRed, fusion protein, in vivo labelling, information browser, visual data
base access, holistic viewing system, integrative data management, extreme visualization, three-dimensional
virtual environment, virtual paper tool.
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