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World-Map of Condor Grids

Condor is used as the standard for batch systems on many real parallel super-computers as well as
in many distributed trivial parallel computing grids. It is running in very diverse environments of

the highest security levels as e.g. governmental or industry R&D.
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Installation and Security Erasmus,@8mbuting Grid

For installation, Condor is installed administratively via a secure login from the ECG management
site using the corresponding installers.

Installation

2 Minutes per computer using
the ECG management system

K/
L X4

software install
registration
general maintainence

R/
L X4

X/
L X4

(@ Condor Management

Refresh

Overview | Queue | Statistics g Logout
Hostname:
Location:
sooctmactivetpe: 2]
Register new host

Download client software for NT, XP

Download repair bat

pnas

Dowvrload the client software first. The file you downloa lled ecg_v.0.1.4.exe. Double lick this file, which will start the installation. The installer asks if you want to update your Condor
installation; click "Yes". The next screen contains an ove curr lick "Next". The installer wil install the needed file for Condor. In the "Setup Finished" screen, click on
"Finish" to close the installer. After a few seconds the "ECG Setup" window will al: se automatically.

Somelines during the nstl, cepecial on Windows 2000-compulers, the seup wil e a sSevere ertor. T etfr is ot 83 servero e the dlog retends o be ustcc K. e the
installation has finished, download repair bat en execute that file. After that, you need to go to "Control Panel / Configuratiescherm” - "Administrative Tools / Systee
screen, you double-click on the Condor-service and switch the "Startup fype” from "Manual” to "Automatic”. You click on the "Start™-button and close iiowe. Concor s pr Dpevly
installed.

:

START : Owner "your user name" || Owner ‘condor”
USPEND : False
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ECG - Management

To maintain the ECG a data base with installed and registered hosts was created. It allows to track
the status of the local clients and gives global statistical data about performance. A job-submission
and accounting system is currently implemented. The ECG is also working together with the EGEE
and e-Science grids and is a partner of the German nationwide MediGRID / D-Grid.

O

(@ Condor Management
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Address: @ https :/ fcomp-grid-001 .erasmusmec.nl/management /mainpage php ?action=status&display=table

@ Live Home Page @ Apple @ iTools @ Apple Support @ https :/ fwebmail.erasmusme.nl/ @ Apple Store @ Microsoft MacTopia @ MSN @ Office for Macintosh
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vm1@hioinf-mir.erasmusmec.nl

vm2@hioinf-mir.erasmusme.nl

Younas

vm3@hioinf-mir.erasmusmec.nl
vmd@hioinf-mir.erasmusmec.nl
vm1@chg-grid. gen.fgg.eur.nl
vm2@chg-grid. gen.fgg. eur.nl
vm1@chg3. erasmusme.nl

vm2@chg3. erasmusme. nl
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ECG - Business C()ncepts Erasmus,@@mputing Grid

The ECG has four major business concepts: the research, education, diagnostics and industry
arenas. For all of these, separate business concepts, work-flows and user managements are
necessary and need to be integrated to allow maximum efficiency.

Research:

K/

< genomic and proteomic analysis

)/

¢ epidemiology

o,

< image analysis, e.g. Applied Molecular Imaging (AMI)

Education:

% training of the coming grid generation of IT specialists

o,

« developing new concepts for grid computing
Diagnostics:

+» clinical image and data analysis

o 1 2 3 4 s [ 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23
Ava load: 0.11519700406645

% operation planning and operation support Rim doads 0. 1270203098258035 @ 8200

Hax load: 0.230066666666667 @ 16105

Industry:

.,

< brokerage of computing resources
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The Erasmus Computing Grid

Building a Super-Computer Virtually for Free
at the

Erasmus Medical Center and the Hogeschool Rotterdam

Knoch, T. A., de Zeeuw, L. J.

Desktop Grid Experience workshop, AlmereGrid Initiative, Almere, The Netherlands, 28th
September, 2006.

Abstract

The Set-Up of the 20 Teraflop Erasmus Computing Grid: To meet the enormous computational needs of live-
science research as well as clinical diagnostics and treatment the Hogeschool Rotterdam and the Erasmus
Medical Center are currently setting up one of the largest desktop computing grids in the world — The Erasmus
Computing Grid. Currently 3 Tera flops are operational and in early production, installation up to the today
available maximum capacity of 20 Tera flops in both institutions is planned and partly underway. Thus the
Erasmus Computing Grid transforms the existing and sustained huge computer capacity available into usable
form via a reliable and secure installing and management system, so that the academic and industrial
opportunities depending on such huge computing capacities can be realized for the benefit of society.

Corresponding author email contact: TA.Knoch@taknoch.org

Keywords:

Genome, genomics, genome organization, genome architecture, structural sequencing, architectural sequencing,
systems genomics, coevolution, holistic genetics, genome mechanics, genome function, genetics, gene
regulation, replication, transcription, repair, homologous recombination, simultaneous co-transfection, cell
division, mitosis, metaphase, interphase, cell nucleus, nuclear structure, nuclear organization, chromatin density
distribution, nuclear morphology, chromosome territories, subchromosomal domains, chromatin loop
aggregates, chromatin rosettes, chromatin loops, chromatin fibre, chromatin density, persistence length, spatial
distance measurement, histones, H1.0, H2A, H2B, H3, H4, mH2A1.2, DNA sequence, complete sequenced
genomes, molecular transport, obstructed diffusion, anomalous diffusion, percolation, long-range correlations,
fractal analysis, scaling analysis, exact yard-stick dimension, box-counting dimension, lacunarity dimension,



local nuclear dimension, nuclear diffuseness, parallel super computing, grid computing, volunteer computing,
Brownian Dynamics, Monte Carlo, fluorescence in situ hybridization, confocal laser scanning microscopy,
fluorescence correlation spectroscopy, super resolution microscopy, spatial precision distance microscopy, auto-
fluorescent proteins, CFP, GFP, YFP, DsRed, fusion protein, in vivo labelling, information browser, visual data
base access, holistic viewing system, integrative data management, extreme visualization, three-dimensional
virtual environment, virtual paper tool.
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